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110> APPLICANT: Tanzi, Rudolph 
WascO/ Wilma 

120> TITLE OF INVENTION: Genetic Alterations Related To Familial Alzheimer's Disease 

130> FILE REFERENCE: 0609.4180002 

140> CURRENT APPLICATION NUMBER: 09/785, 474A 

141> CURRENT FILING DATE: 2001-02-20 

150> PRIOR APPLICATION NUMBER: US 08/706,344 

151> PRIOR FILING DATE: 1996-08-30 

150> PRIOR APPLICATION NUMBER: US 60/003,054 
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NUMBER OF SEQ ID NOS : 32 

> SOFTWARE: Patent In version 3.1 
SEQ ID NO: 1 
LENGTH: 2765 
TYPE: DNA 

> ORGANISM: Homo sapiens 

> FEATURE: 
<2 21> NAME/KEY: CDS 

<;222> LOCATION: ( 2 4 9 ) . • ( 1 6 4 9 ) 
<:223> OTHER INFORMATION: 
<400> I 

tgqqacaggc agctccgggg tccgcggttt cacatcggaa acaaaacagc ggctggtctg 
gaaqgaacct gaqctacgag ccgcggcggc agnggggcgg cggggaagcq tatacctaat 
ctgqgagcct gcaagtgaca acagcctttg cggtccttag acagcttggc ctggaggaga 
acacatgaaa gaaagaacct caagaggctt tgttttctgt gaaacagtat ttctatacag 
ttqctcca atg aca gag tta act gca ccg ttg tec tac ttc cag aat gca 

Met Thr Glu Leu Pro Ala Pro Leu Ser Tyr Phe Gin Asn Ala 

15 10 
caq atg tct gag gac aac cac ctg age aat act gta 
Gin Met Ser Glu Asp Asn His Leu Ser Asn Thr Val 
15 20 25 

gac aat aga gaa egg cag gag cac aac gac aga egg age ctt 
Asp Asn Arg Glu Arg Gin Glu His Asn Asp Arg Arg Ser Leu Gly His 

35 4 0 4 5 

cct gag cca tta tct aat gga cqa ccc cag qgt aac tec cqg cag gtg 
Pre- Glu Pro Leu Ser Asn Gly Arg Pro Gin Gly Asn Ser Arq Gin Val 

50 55 
qtq gag caa gat gag gaa gaa gat gag gaq ctg aca 

Va] Glu (^.In Asp Glu (jlu Glu Asp Glu (^lu Leu Thr Leu Lys Tyr Gly 

65 70 
gcc aag cat gtg ate atg c^tc ttt qtc cct gtg act 
Ala Lys His Val He Met Leu Phe Val Pro Val Thr 

80 85 90 
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17 3 


tgactataac 


caaatctggg 
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gtgattttcc 


tgtgtccaca 


tctaacaaag 


1 7 .1 Q 
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17 5 


tcaagattcc 


cggctggact 


tttgcagctt 


ccttccaagt 


cttcctgacc 


accttgcact 


I o i.t y 
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ggaaggaggt 
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1/9 


actgtgtccc 


tcggtgcaga 


aactaccaga 


tttgagggac 


gaggtcaagg 
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cttgacgcgt 


ggtcacagga 


cgatttcact 


1 loy 


183 


gacactgcga 


actctcagga 


ctaccggtta 


ccaagaggtt 


aggtgaagtg 


gtttaaacca 


J u 4 y 


185 


aacggaactc 


ttcatcttaa 


actacacgtt 


gaaaatcaac 


ccaataattc 


tgtattaact 




187 


gaattctgaa 


cttttcagga 


ggtactgtga 


ggaagagcag 


gcaccagcag 


cagaatgggg 


2 I 0 y 


189 


aatqqagagq 


tgggcagggq 


ttccagcttc 


cctttgattt 


tttq 


ctgcaq 


actcatectt 


1 > 1 Q 


191 


tttaaatgag 


acttgttttc 


ccctctcttt 


gagtcaagtc 


aaatatgtag 


attgcctttg 


2 2 o y 


193 


gcaattcttc 


ttctcaagca 


ctgacactca 


ttaccgtctg 


tga ttgc 


cat 


ttcttcccaa 


2 J 4 y 


1 9 5 


ggccagtctg 


aacotgaggt 


tgctttatcc 


taaaagtttt 


aacctcaggt 


tccaaattcia 


2 4 1.) 9 


197 


gtaaattttg 


gaaacagtac 


agctatttct 


catcaa ttct 


eta tcatgtt 


gaagtcaaat 


2 4 6 9 


199 


ttggattttc 
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Asp 


Gly 


Gly 


Phe 


278 










32 5 










330 










335 




2 HO 


Ser 


Glu 


Glu 


Trp 


Glu 


Ala 


(j In 


Arg 


Asp 


Ser 


His 


Leu 


Gly 


Pro 


His 


Arg 


281 








340 










345 










3 50 






2 8 3 
2 84 


Ser 


Thr 


Pro 

355 


Glu 


Ser 


Arg 


Ala 


Ala 

3 60 


Val 


Gin 


Glu 


Leu 


Ser 

365 


Ser 


Ser 


He 


286 


Leu 


Ala 


Gly 


Glu 


Asp 


Pro 


Glu 


Glu 


A rg 


Gly 


Val 


Lys 


Leu 


Gly 


T,eu 


Gly 


8 V 




3 70 










37 5 










380 










2 89 


Asp 


Phe 


He 


Phe 


Tyr 


Ser 


Val 


Leu 


Val 


Gly 


Lys 


Ala 


Ser 


Ala 


Thr 


Ala 


2*^0 


385 










390 










395 










4 00 


2 *^2 


Ser 


Gly 


Asp 


Trp 


Asn 


Thr 


Thr 


I le 


Ala 


i'ys 


Phe 


Va 1 


Ala 


I le 


Leu 


He 


2 3 










405 










4 10 










415 
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2 5 
2 '.^ 6 


Gly 


Leu 


Cys 


Leu 
420 


Thr 


Leu 


Leu 


Leu 


Leu 
4 z _) 


Ala 


He 


Phe 


Lys 


Lys 
4 J U 


Ala 


Leu 




2'^8 


Pro 


Ala 


Leu 


Pro 


I le 


Ser 


lie 


Thr 


Phe 


Gly 


Leu 


Va 1 


Phe 


Tyr 


Phe 


Ala 




2 '. 9 






435 










440 










4 4 5 










3 1.) 1 


Thr 


Asp 


Tyr 


Leu 


Val 


Gin 


Pro 


Phe 


Met 


Asp 


Gin 


Leu 


Ala 


Phe 


His 


Gin 




3 0 2 




450 










455 










460 












') ( 1 1 
J ' > 4 


Phe 


Tyr 


lie 






























J>U J) 


46 5 


































3 0 8 


<210> SEQ ID NO 


3 


























3 0 9 


<2L1> LENGTH: 276 5 


























310 


<212> TYPE: 


DNA 




























3 11 


<2I3> ORGANISM: 


Homo sapiens 




















3 1 4 


< ' 


0> FEATURE: 




























3 1.5 


<^ 2 2 


1> NAME/KEY: 


CDS 


























3 16 


<2 2 


2> LOCATION: 


(249) . . 


(1649) 




















3 1/ 


<.22 


3> OTHER 


INFORMATION 
























W--> 320 


<400> 3 
































321 


tqqgacaggc 


agctccgggg tccgcggttt cacatcggaa 


acaaaacagc 


ggetggtctg 


60 


3 2 3 


gaaggaacct 


gagctacgag ccgcggcggc 


agcggggcgg 


cggggaagcg 


tatacctaat 


1 z U 


325 


ctqggaqcct 


gcaagtgaca acagcctttg 


cggtccttag 


acagcttggc 


ctggaggaga 


180 


3 2 7 


acacatgaaa 


gaaagaacct caagaggctt 


tgttttctgt 


gaaacagtat 


ttctatacag 


24 0 


Jin 
3 2 y 


ttgctcca atg aca gag tta cct gca 


ccg ttg tec tac ttc cag aat gca 


Q fl 


3 3 {J 






Met Thr Glu Leu Pro Ala 


Pro Leu Ser Tyr Phe Gin Asn Ala 




3 31 






1 








5 










10 












3 3 3 


cag 


atg 


tct 


gag 


gac 


aac 


cac 


ctg 


age 


aat 


act 


gta 


cgt 


age 


cag 


aat 


3 3 o 


3 3 4 


GJn 


Met 


Ser 


Glu 


Asp 


Asn 


His 


Leu 


Ser 


Asn 


Thr 


Val 


Arg 


Ser 


Gin 


Asn 




3 3 5 


15 










20 










25 










30 




3 3 7 


gac 


aat 


aga 


gaa 


egg 


cag 


gag 


cac 


aac 


gac 


aga 


egg 


age 


ctt 


ggc 


cac 


3 Q 
3 o D 


3 3 8 


Asp' 


Asn 


Arg 


Glu 


Arg 


Gin 


Glu 


His 


Asn 


Asp 


Arg 


Arg 


Ser 


Leu 


Gly 


His 




3 ^9 










35 










40 










45 






3 4 1 


cct 


gag 


cca 


tta 


tct 


aat 


gga 


cga 


ccc 


cag 


ggt 


aac 


tec 


egg 


cag 


gtg 


4 3 4 


3 4 2 


Pro 


Glu 


Pro 


Leu 


Ser 


Asn 


Gly 


Arq 


Pro 


Gin 


Gly 


Asn 


Ser 


Arq 


Gin 


Va 1 




3 4 3 








50 










55 










6 0 








3 4 5 


gt.g 


gag 


caa 


gat 


gag 


gaa 


gaa 


gat 


gag 


gag 


ctg 


aca 


ttg 


a a a 


tat 


ggc 


ion 
4 o 2 


34 6 


Val 


Glu 


Gin 


Asp 


Glu 


Glu 


G 1 u 


Asp 


Glu 


Glu 


Leu 


Thr 


Leu 


Lys 


Tyr 


Gly 




3 4 7 






65 










70 










75 










3 4 9 


gcc 


aag 


cat 


gtg 


ate 


atg 


etc 


ttt 


gtc 


cct 


gtg 


act 


etc 


tgc 


atg 


gtg 


C ^ Pl 

D 3 U 


3 50 


Ala 


Lys 


His 


Val 


lie 


Met 


Leu 


Phe 


Val 


Pro 


Val 


Thr 


Leu 


Cys 


Met 


Va 1 




3 51 




80 










85 










90 












3 5 3 


gt cj 


gtc 


gtg 


get 


acc 


att 


aag 


tea 


gtc 


age 


ttt 


tat 


acc 


cqg 


aag 


qat 


578 


3 54 


Va] 


Val 


Val 


Ala 


Thr 


He 


Lys 


Ser 


Va 1 


Ser 


Phe 


Tyr 


Thr 


Arg 


Lys 


Asp 




3 55 


9 5 










100 










105 










110 




357 


qqq 


cag 


eta 


ate 


tat 


acc 


cca 


ttc 


aca 


gaa 


gat 


acc 


gag 


act 


gtg 


ggc 


626 


3 58 


Gly 


Gin 


Leu 


He 


Tyr 


Thr 


Pro 


Phe 


Thr 


Glu 


Asp 


Thr 


Glu 


Thr 


Val 


Gly 




3 59 










115 










120 










125 






3M 


caci 


aga 


gcc 


ctg 


cac 


tea 


att 


ctg 


aat 


get 


gcc 


a t c 


atg 


ate 


agt 


gtc 


674 


3t2 


Gin 


Arg 


Ala 


Leu 


His 


Ser 


He 


Leu 


Asn 


Ala 


Ala 


He 


Met 


He 


Ser 


Val 




363 








1 30 










135 










140 








3t.5 


at t 


gtt 


q tc 


a tq 


act 


ate 


etc 


ctg 


gtg 


gtt 


ctg 


tat 


aaa 


tac 


agq 


tqc 


722 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing, Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220 > 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:25; Xaa Pos . 5 
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